
028723-385. ST25 
SEQUENCE LISTING 



<110> Tobin, Allan J. 

Erlander, Mark G. 
Kaufman, Daniel L. 

<120> Cloned Glumatic Acid Decarboxylase 

<130> 028723-385 

<140> US 10/641, 149 
<141> 2003-08-15 

<150> US 07/586,536 
<151> 1990-09-12 

<160> 8 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 60 
<212> PRT 
<213> Felis 

<400> 1 



Tyr Glu He Ala Pro Val 


Phe 


Val 


Leu 


Met 


Glu 


Gin 


He Thr 


Leu 


Lys 


1 5 








10 








15 


Lys Met Arg Glu He Val 


Gly 


Trp 


Ser 


Ser 


Lys 


Asp 


Gly Asp 


Gly 


He 


20 






25 








30 






Phe Ser Pro Gly Gly Ala 


He 


Ser 


Asn 


Met 


Tyr 


Ser 


He Met 


Ala 


Ala 


35 




40 










45 






Arg Tyr Lys Phe Phe Pro 


Glu 


Val 


Lys 


Thr 


Lys 


Gly 








50 


55 










60 








<210> 2 




















<211> 53 




















<212> PRT 




















<213> Mus musculus 




















<400> 2 




















Tyr Glu He Ala Pro Val 


Phe 


Val 


Leu 


Leu 


Glu 


Tyr Val Arg 


Glu 


He 


1 5 








10 








15 




He Gly Trp Pro Gly Gly 


Ser Asp Gly 


He 


Phe 


Ser 


Pro Gly 


Gly Ala 


20 






25 








30 






He Ser Asn Tyr Ala Met 


Leu 


He 


Ala 


Arg 


Tyr 


Lys 


Met Phe 


Pro 


Glu 


35 




40 










45 






Val Lys Glu Lys Gly 





















50 



<210> 3 
<211> 1966 

<212> DNA 

<213> Mus musculus 

<400> 3 
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gggcgtgcgg 
gactagcaga 
gctctgggga 
tcacgggcgg 
cagagagcgg 
accaaaaacc 
acctgctgcc 
acattttgct 
attaccccaa 
tggaggaaat 
cccgatattt 
tgacatcaac 
tggaatatgt 
atggaatctt 
ataagatgtt 
tcacgtcaga 
cagacagcgt 
aaagaagaat 
ctggaaccac 
aatataagat 
aacacaagtg 
agatgatggg 
agagctgcaa 
cctatgacac 
ggctcatgtg 
agctggcaga 
atgggaagcc 
tggaagacaa 
gaatgatgga 
tcttccgcat 
aagaaatcga 
ctaggtagac 
aattctattt 



ggtcgagccg 
acccatggca 
tcctgagaac 
catcggaaac 
cgggagcgtg 
ctgcagctgc 
agcctgtgaa 
tcagtacgtg 
tgagcttctt 
tttgacgcac 
taatcagctg 
agcaaacacg 
gacactaaag 
ttctcctggt 
tccagaagtc 
gcatagtcac 
gattctgatt 
ccttgaagtc 
tgtgtacggg 
ctggatgcat 
gaagctgaac 
tgtccccttg 
ccagatgcat 
gggagacaag 
gagagcaaag 
gtatttatac 
tcagcacaca 
tgaagagaga 
gtatgggacc 
ggtcatctca 
acgcctggga 
agctaagttg 
ctatatcgtg 



aagcagcttg 
tctccgggct 
ccgggaacag 
aagctatgcg 
acctcgcggg 
cccaaaggag 
ggagaaaggc 
gtgaaaagtt 
caagagtata 
tgccaaacaa 
tctaccggat 
aacatgttta 
aaaatgaggg 
ggtgccatct 
aaggaaaagg 
ttttctctca 
aaatgtgatg 
aaacagaaag 
gcttttgatc 
gtggatgctg 
ggtgtggaga 
caatgttcgg 
gcttcctacc 
gccttgcagt 
gggactactg 
aatatcatta 
aatgtctgct 
atgagccgcc 
acaatggtca 
aaccctgcag 
caagatttgt 
tcacaaactg 
gtgtcacagt 



cccgcagcca 
ctggcttttg 
cgagagcctg 
ctctgctcta 
ccgccactcg 
atgtcaatta 
ccactctcgc 
ttgatagatc 
attgggaatt 
ctctaaaata 
tggatatggt 
cctatgagat 
aaatcattgg 
ccaacatgta 
ggatggcggc 
agaagggagc 
agagagggaa 
gatttgttcc 
ctctcttggc 
cttggggtgg 
gggccaactc 
ctctcctggt 
tctttcagca 
gtggacgcca 
gatttgaagc 
aaaaccgaga 
tctggtttgt 
tctcaaaggt 
gctaccaacc 
caactcacca 
aatcactttg 
tgtaaatgta 
agagtccagt 



ctcggaggcg 
gtccttcgga 
gtgccaggtg 
cggagactct 
gaaggtcgcc 
tgcacttctc 
atttctgcaa 
aactaaagtg 
ggcagaccaa 
tgcgattaaa 
tggattagca 
cgcccctgta 
ctggccagga 
cgccatgctc 
ggtgcccagg 
tgcagccttg 
aatgatccca 
tttcctggtg 
tgtagctgac 
agggttactg 
tgtgacatgg 
cagagaggag 
agataagcac 
cgtcgatgtc 
tcacattgat 
aggatatgaa 
acctcctagt 
ggcgccagtg 
cttaggagat 
agacattgac 
ctcaccaaac 
tttgtagttt 
ttaaaa 



accagcgcca 
tctgaagatg 
gcccaaaagt 
gagaagccag 
tgcacctgtg 
cacgcaacag 
gatgtaatga 
attgatttcc 
ccgcaaaatc 
acagggcatc 
gcagattggt 
tttgtactac 
ggctctggcg 
attgcccgct 
ctcatcgcat 
gggatcggaa 
tctgaccttg 
agtgccacag 
atctgcaaaa 
atgtctcgga 
aatccccaca 
ggactgatgc 
tatgacctgt 
tttaaattat 
aagtgtttgg 
atggtgttcg 
ttgcgagttc 
attaaagcca 
aaggtcaact 
ttcctcattg 
tttcagttct 
gttccagagt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1966 



<210> 4 

<211> 1758 

<212> DNA 

<213> Mus musculus 



<220> 
<221> CDS 
<222> (1) . 



. (1758) 



<400> 4 

atg gca tct ccg ggc tct ggc ttt tgg tec ttc gga tct gaa gat ggc 

Met Ala Ser Pro Gly Ser Gly Phe Trp Ser Phe Gly Ser Glu Asp Gly 
15 10 15 



48 



tct ggg gat cct gag aac ccg gga aca gcg aga gcc tgg tgc cag gtg 
Ser Gly Asp Pro Glu Asn Pro Gly Thr Ala Arg Ala Trp Cys Gin Val 
20 25 30 



96 



gcc caa aag ttc acg ggc ggc ate gga aac aag eta tgc get ctg etc 
Ala Gin Lys Phe Thr Gly Gly He Gly Asn Lys Leu Cys Ala Leu Leu 
35 40 45 



144 



tac gga gae tct gag aag eca gca gag age ggc ggg age gtg ace teg 
Tyr Gly Asp Ser Glu Lys Pro Ala Glu Ser Gly Gly Ser Val Thr Ser 
50 55 60 



192 
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egg gcc gcc act egg aag gtc gee tgc aee tgt gac caa aaa ccc tgc 240 
Arg Ala Ala Thr Arg Lys Val Ala Cys Thr Cys Asp Gin Lys Pro Cys 
65 70 75 80 

age tge cce aaa gga gat gtc aat tat gca ctt etc eac gca aca gae 288 
Ser Cys Pro Lys Gly Asp Val Asn Tyr Ala Leu Leu His Ala Thr Asp 
85 90 95 

ctg ctg cca gcc tgt gaa gga gaa agg ccc act etc gca ttt ctg caa 336 
Leu Leu Pro Ala Cys Glu Gly Glu Arg Pro Thr Leu Ala Phe Leu Gin 
100 105 110 

gat gta atg aac att ttg ctt cag tac gtg gtg aaa agt ttt gat aga 384 
Asp Val Met Asn lie Leu Leu Gin Tyr Val Val Lys Ser Phe Asp Arg 
115 120 125 

tea act aaa gtg att gat ttc cat tac ccc aat gag ctt ctt caa gag 432 
Ser Thr Lys Val lie Asp Phe His Tyr Pro Asn Glu Leu Leu Gin Glu 
130 135 140 

tat aat tgg gaa ttg gca gae caa ecg caa aat ctg gag gaa att ttg 480 
Tyr Asn Trp Glu Leu Ala Asp Gin Pro Gin Asn Leu Glu Glu lie Leu 
145 150 155 160 

acg cae tgc caa aca act eta aaa tat geg att aaa aca ggg cat ccc 528 
Thr His Cys Gin Thr Thr Leu Lys Tyr Ala lie Lys Thr Gly His Pro 

165 170 175 

cga tat ttt aat cag ctg tct ace gga ttg gat atg gtt gga tta gca 57 6 
Arg Tyr Phe Asn Gin Leu Ser Thr Gly Leu Asp Met Val Gly Leu Ala 
180 185 190 

gca gat tgg ttg aca tea aca gca aac acg aac atg ttt ace tat gag 624 
Ala Asp Trp Leu Thr Ser Thr Ala Asn Thr Asn Met Phe Thr Tyr Glu 
195 200 205 

ate gee cet gta ttt gta eta ctg gaa tat gtg aca eta aag aaa atg 672 
lie Ala Pro Val Phe Val Leu Leu Glu Tyr Val Thr Leu Lys Lys Met 
210 215 220 

agg gaa ate att gge tgg cca gga ggc tct ggc gat gga ate ttt tct 720 
Arg Glu lie lie Gly Trp Pro Gly Gly Ser Gly Asp Gly lie Phe Ser 
225 230 235 240 

cet ggt ggt gcc ate tec aac atg tac gcc atg etc att gcc cgc tat 768 
Pro Gly Gly Ala lie Ser Asn Met Tyr Ala Met Leu lie Ala Arg Tyr 
245 250 255 

aag atg ttt cca gaa gtc aag gaa aag ggg atg geg geg gtg cce agg 816 
Lys Met Phe Pro Glu Val Lys Glu Lys Gly Met Ala Ala Val Pro Arg 
260 265 270 

etc ate gca ttc acg tea gag cat agt cae ttt tct etc aag aag gga 864 
Leu lie Ala Phe Thr Ser Glu His Ser His Phe Ser Leu Lys Lys Gly 
275 280 285 

get gca gee ttg ggg ate gga aca gac age gtg att ctg att aaa tgt 912 
Ala Ala Ala Leu Gly lie Gly Thr Asp Ser Val lie Leu lie Lys Cys 
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290 295 300 

gat gag aga ggg aaa atg ate cca tct gac ctt gaa aga aga ate ett 960 
Asp Glu Arg Gly Lys Met lie Pro Ser Asp Leu Glu Arg Arg lie Leu 
305 310 315 320 

gaa gtc aaa cag aaa gga ttt gtt cct ttc ctg gtg agt gcc aca got 1008 
Glu Val Lys Gin Lys Gly Phe Val Pro Phe Leu Val Ser Ala Thr Ala 
325 330 335 

gga acc act gtg tac ggg get ttt gat cet ete ttg get gta get gae 1056 
Gly Thr Thr Val Tyr Gly Ala Phe Asp Pro Leu Leu Ala Val Ala Asp 
340 345 350 

ate tge aaa aaa tat aag ate tgg atg cat gtg gat get get tgg ggt 1104 
lie Cys Lys Lys Tyr Lys lie Trp Met His Val Asp Ala Ala Trp Gly 
355 360 365 

gga ggg tta ctg atg tct egg aaa eac aag tgg aag ctg aac ggt gtg 1152 
Gly Gly Leu Leu Met Ser Arg Lys His Lys Trp Lys Leu Asn Gly Val 
370 375 380 

gag agg gee aac tct gtg aca tgg aat cec eac aag atg atg ggt gtc 1200 
Glu Arg Ala Asn Ser Val Thr Trp Asn Pro His Lys Met Met Gly Val 
385 390 395 400 

ecc ttg caa tgt teg get etc ctg gtc aga gag gag gga ctg atg cag 1248 
Pro Leu Gin Cys Ser Ala Leu Leu Val Arg Glu Glu Gly Leu Met Gin 
405 410 415 

age tge aac eag atg eat get tec tac ete ttt cag caa gat aag eac 1296 
Ser Cys Asn Gin Met His Ala Ser Tyr Leu Phe Gin Gin Asp Lys His 
420 425 430 

tat gac ctg tec tat gae aeg gga gae aag gee ttg eag tgt gga ege 134 4 
Tyr Asp Leu Ser Tyr Asp Thr Gly Asp Lys Ala Leu Gin Cys Gly Arg 
■435 440 445 

eac gtc gat gtc ttt aaa tta tgg etc atg tgg aga gea aag ggg act 1392 
His Val Asp Val Phe Lys Leu Trp Leu Met Trp Arg Ala Lys Gly Thr 
450 455 460 

act gga ttt gaa get eac att gat aag tgt ttg gag ctg gea gag tat 1440 
Thr Gly Phe Glu Ala His lie Asp Lys Cys Leu Glu Leu Ala Glu Tyr 
465 470 475 480 

tta tac aat ate att aaa aac ega gaa gga tat gaa atg gtg ttc gat 1488 
Leu Tyr Asn lie lie Lys Asn Arg Glu Gly Tyr Glu Met Val Phe Asp 
485 490 495 

ggg aag cct cag eac aca aat gtc tge ttc tgg ttt gta cct cct agt 1536 
Gly Lys Pro Gin His Thr Asn Val Cys Phe Trp Phe Val Pro Pro Ser 
500 505 510 

ttg ega gtt ctg gaa gae aat gaa gag aga atg age ege ete tea aag 1584 
Leu Arg Val Leu Glu Asp Asn Glu Glu Arg Met Ser Arg Leu Ser Lys 
515 520 525 

gtg gcg cea gtg att aaa gcc aga atg atg gag tat ggg ace aca atg 1632 
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Val Ala Pro Val He Lys Ala Arg Met Met Glu Tyr Gly Thr Thr Met 
530 535 540 

gtc age tac caa ccc tta gga gat aag gtc aac ttc ttc cgc atg gtc 1680 
Val Ser Tyr Gin Pro Leu Gly Asp Lys Val Asn Phe Phe Arg Met Val 
545 550 555 560 

ate tea aac cct gca gea act cae caa gac att gac ttc etc att gaa 1728 
lie Ser Asn Pro Ala Ala Thr His Gin Asp He Asp Phe Leu He Glu 
565 570 575 

gaa ate gaa cgc ctg gga caa gat ttg taa 1758 
Glu He Glu Arg Leu Gly Gin Asp Leu * 
580 585 



<210> 5 
<211> 585 
<212> PRT 

<213> Mus musculus 



<400> 5 



Met 


Ala 


Ser 


Pro 


Gly 


Ser 


Gly 


Phe 


Trp 


Ser 


Phe 


Gly 


Ser 


Glu 


Asp 


Gly 


1 








5 










10 










15 


Ser 


Gly 


Asp 


Pro 


Glu 


Asn 


Pro 


Gly Thr 


Ala 


Arg 


Ala 


Trp 


Cys 


Gin 


Val 








20 










25 










30 






Ala 


Gin 


Lys 


Phe 


Thr 


Gly Gly 


He 


Gly 


Asn 


Lys 


Leu 


Cys 


Ala 


Leu 


Leu 






35 










40 










45 








Tyr 


Gly 


Asp 

It 


Ser 


Glu 


Lys 


Pro 


Ala 


Glu 


Ser 


Glv 


Glv 


Ser 


Val 


Thr 


Ser 




50 










55 










60 










Arg 


Ala 


Ala 


Thr 


Arg 


Lys 


Val 


Ala 


Cys 


Thr 


Cys 


Asp 


Gin 


Lvs 


Pro 


Cvs 


65 










70 










75 










80 


Ser 


Cys 


Pro 


Lys 


Gly 


Asp 


Val 


Asn 


Tyr 


Ala 


Leu 


Leu 


His 


Ala 


Thr 


Asp 










85 










90 










95 




Leu 


Leu 


Pro 


Ala 


Cys 


Glu 


Gly Glu 


Arg 


Pro 


Thr 


Leu 


Ala 


Phe 


Leu 


Gin- 








100 










105 










110 






Asp 


Val 


Met 


Asn 


He 


Leu 


Leu 


Gin 


Tyr 


Val 


Val 


Lys 


Ser 


Phe 


Asp 


Arg 






115 










120 










125 








Ser 


Thr 


Lys 


Val 


He 


Asp 


Phe 


His 


Tyr 


Pro 


Asn 


Glu 


Leu 


Leu 


Gin 


Glu 




130 










135 










140 










Tyr 


Asn 


Trp 


Glu 


Leu 


Ala 


Asp 


Gin 


Pro 


Gin 


Asn 


Leu 


Glu 


Glu 


He 


Leu 


145 










150 










155 










160 


Thr 


His 


Cys 


Gin 


Thr 


Thr 


Leu 


Lys 


Tyr 


Ala 


He 


Lys 


Thr 


Gly 


His 


Pro 










165 










170 










175 




Arg 


Tyr 


Phe 


Asn 


Gin 


Leu 


Ser 


Thr 


Gly 


Leu 


Asp 


Met 


Val 


Gly 


Leu 


Ala 








180 










185 










190 






Ala 


Asp 


Trp 


Leu 


Thr 


Ser 


Thr 


Ala 


Asn 


Thr 


Asn 


Met 


Phe 


Thr 


Tyr 


Glu 






195 










200 










205 








He 


Ala 


Pro 


Val 


Phe 


Val 


Leu 


Leu 


Glu 


Tyr 


Val 


Thr 


Leu 


Lys 


Lys 


Met 




210 










215 










220 










Arg 


Glu 


He 


He 


Gly 


Trp 


Pro Gly Gly 


Ser 


Gly 


Asp 


Gly 


He 


Phe 


Ser 


225 










230 










235 










240 


Pro 


Gly 


Gly 


Ala 


He 


Ser 


Asn 


Met 


Tyr 


Ala 


Met 


Leu 


He 


Ala 


Arg 


Tyr 










245 










250 










255 




Lys 


Met 


Phe 


Pro 


Glu 


Val 


Lys 


Glu 


Lys 


Gly 


Met 


Ala 


Ala 


Val 


Pro 


Arg 








260 










265 










270 






Leu 


He 


Ala 


Phe 


Thr 


Ser 


Glu 


His 


Ser 


His 


Phe 


Ser 


Leu 


Lys 


Lys 


Gly 






275 










280 










285 




Ala 


Ala 


Ala 


Leu 


Gly 


He 


Gly Thr Asp 


Ser 


Val 


He 


Leu 


He 


Lys 


Cys 
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290 295 300 



Asp 


Glu 


Arg 


Gly 


Lys 


Met 


He 


Pro 


Ser 


Asp 


Leu 


Glu 


Arg 


Arg 


He 


Leu 


305 










310 










315 






320 


Glu 


Val 


Lys 


Gin 


Lys 


Gly 


Phe 


Val 


Pro 


Phe 


Leu 


Val 


Ser 


Ala 


Thr 


Ala 










325 










330 










335 




Gly 


Thr 


Thr 


Val 


Tyr 


Gly 


Ala 


Phe 


Asp 


Pro 


Leu 


Leu 


Ala 


Val 


Ala 


Asp 








340 










345 










350 




He 


Cys 


Lys 


Lys 


Tyr 


Lys 


He 


Trp 


Met 


His 


Val 


Asp 


Ala 


Ala 


Trp 


Gly 






355 










360 










365 






Gly 


Gly 


Leu 


Leu 


Met 


Ser 


Arg 


Lys 


His 


Lys 


Trp 


Lys 


Leu 


Asn 


Gly 


Val 




370 










375 










380 








Glu 


Arg 


Ala 


Asn 


Ser 


Val 


Thr 


Trp Asn 


Pro 


His 


Lys 


Met 


Met 


Gly 


Val 


385 










390 










395 








400 


Pro 


Leu 


Gin 


Cys 


Ser 


Ala 


Leu 


Leu 


Val 


Arg 


Glu 


Glu 


Gly 


Leu 


Met 


Gin 










405 










410 










415 




Ser 


Cys 


Asn 


Gin 


Met 


His 


Ala 


Ser 


Tyr 


Leu 


Phe 


Gin 


Gin 


Asp 


Lys 


His 








420 










425 










430 




Tyr 


Asp 


Leu 


Ser 


Tyr 


Asp 


Thr 


Gly Asp 


Lys 


Ala 


Leu 


Gin 


Cvs 


Gly 


Arq 






435 










440 










445 








His 


Val 


Asp 


Val 


Phe 


Lys 


Leu 


Trp 


Leu 


Met 


Trp 


Arq 


Ala 


Lvs 


Gly 


Thr 




450 










455 










4 60 










Thr 


Gly 


Phe 


Glu 


Ala 


His 


He 


Asp 


Lys 


Cys 


Leu 


Glu 


Leu 


Ala 


Glu 


Tvr 


465 










470 










475 










480 


Leu 


Tyr 


Asn 


He 


He 


Lys 


Asn Arg 


Glu 


Gly 


Tyr 


Glu 


Met 


Val 


Phe 


Asp 










485 










490 










495 




Gly 


Lys 


Pro 


Gin 


His 


Thr 


Asn 


Val 


Cys 


Phe 


Trp 


Phe 


Val 


Pro 


Pro 


Ser 








500 










505 










510 






Leu 


Arg 


Val 


Leu 


Glu 


Asp 


Asn 


Glu 


Glu 


Arg 


Met 


Ser 


Arg 


Leu 


Ser 


Lys 






515 










520 










525 








Val 


Ala 


Pro 


Val 


He 


Lys 


Ala 


Arg Met 


Met 


Glu 


Tyr 


Gly 


Thr 


Thr 


Met 




530 










535 










540 










Val 


Ser 


Tyr 


Gin 


Pro 


Leu 


Gly Asp Lys 


Val 


Asn 


Phe 


Phe 


Arg 


Met 


Val 


545 










550 










555 








560 


He 


Ser 


Asn 


Pro 


Ala 


Ala 


Thr 


His 


Gin 


Asp 


He 


Asp 


Phe 


Leu 


He 


Glu 










565 










570 










575 




Glu 


He 


Glu 


Arg 


Leu 


Gly Gin Asp 


Leu 

















580 585 



<210> 6 

<211> 2100 

<212> DNA 

<213> Homo sapiens 



<400> 6 

agctcgcccg 

tccgggctct 

cggcacagcg 

actgtgcgcc 

cccgcgggcc 

caaagtggat 

agaaaggccc 

gaaaagtttc 

agaatataat 

ccaaacaact 

tactggtttg 

catgttcacc 

aatgagagaa 

cgccatatct 



cagctcgcac 
ggcttttggt 
cgagcctggt 
ctgctctacg 
gccgcccgga 
gtcaactacg 
actttggcgt 
gatagatcaa 
tgggaattgg 
ctaaaatatg 
gatatggttg 
tatgaaattg 
atcattggct 
aacatgtatg 



tcgcaggcga 
ctttcgggtc 
gccaagtggc 
gagacgccga 
aggccgcctg 
cgtttctcca 
ttctgcaaga 
ccaaagtgat 
cagaccaacc 
caattaaaac 
gattagcagc 
ctccagtatt 
ggccaggggg 
ccatgatgat 



cctgctccag 
ggaagatggc 
tcagaagttc 

gaagccggcg 
cgcctgcgac 
tgcaacagac 
tgttatgaac 
tgatttccat 
acaaaatttg 
agggcatcct 
agactggctg 
tgtgcttttg 
ctctggcgat 
cgcacgcttt 



tctccaaagc 
tctggggatt 
acgggcggca 
gagagcggcg 
cagaagccct 
ctgctgccgg 
attttacttc 
tatcctaatg 
gaggaaattt 
agatacttca 
acatcaacag 
gaatatgtca 
gggatatttt 
aagatgttcc 



cgatggcatc 60 
ccgagaatcc 120 
tcggaaacaa 180 
ggagccaacc 240 
gcagctgctc 300 
cgtgtgatgg 360 
agtatgtggt 420 
agcttctcca 480 
tgatgcattg 540 
atcaactttc 600 
caaatactaa 660 
cactaaagaa 720 
ctcccggtgg 780 
cagaagtcaa 840 
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ggagaaagga 
ttctctcaag 
atgtgatgag 
acagaaaggg 
atttgacccc 
ggatgcagct 
cgtggagagg 
gtgctctgct 
ctcctacctc 
cttacagtgc 
gactaccggg 
catcataaaa 
tgtctgcttc 
gagtcgcctc 
aatggtcagc 
cccagcggca 
agatttataa 
tcacaaactg 
gtgtcaaagt 
cttaagttta 
gaaaagctta 



atggctgctc 
aagggagctg 
agagggaaaa 
tttgttcctt 
ctcttagctg 
tggggtgggg 
gccaactctg 
ctcctggtta 
tttcagcaag 
ggacgccacg 
tttgaagcgc 
aaccgagaag 
tggtacattc 
tcgaaggtgg 
taccaaccct 
actcaccaag 
taaccttgct 
tgtgaatgta 
agagtttaaa 
gaatacctct 
aaattgttat 



ttcccaggct 
cagccttagg 
tgattccatc 
tcctcgtgag 
tcgctgacat 
gattactgat 
tgacgtggaa 
gagaagaggg 
ataaacatta 
ttgatgtttt 
atgttgataa 
gatatgagat 
ctccaagctt 
ctccagtgat 
tgggagacaa 
acattgactt 
caccaagctg 
tttgtagttt 
aattaaacaa 
ctaagaattc 
aaatacttcc 



cattgccttc 
gattggaaca 
tgatcctgaa 
tgccacagct 
ttgcaaaaag 
gtcccgaaaa 
tccacacaag 
attgatgcag 
tgacctgtcc 
taaactatgg 
atgtttggag 
ggtgtttgat 
gcgtactctg 
taaagccaga 
ggtcaatttc 
cctgattgaa 
ttccacttct 
gttccaaagt 
aaaagacatt 
gtgacaaaag 
cttactttta 



acgtctgaac 
gacagcgtga 
agaaggattc 
ggaaccaccg 
tataagatct 
cacaagtgga 
atgatgggag 
aattgcaacc 
tatgacactg 
ctgatgtgga 
ttggcagagt 
gggaagcctc 
gaagacaatg 
atgatggagt 
ttccgcatgg 
gaaatagaac 
ctaggtagac 
aaatctattt 
gctcctttta 
gctatgttct 
atatagtgtg 



atagtcattt 
ttctgattaa 
ttgaagccaa 
tgtacggagc 
ggatgcatgt 
aactgagtgg 
tccctttgca 
aaatgcatgc 
gagacaaggc 
gggcaaaggg 
atttatacaa 
agcacacaaa 
aagagagaat 
atggaaccac 
tcatctcaaa 
gccttggaca 
aattaagttg 
ctatattgtg 
aaagtccttt 
aatcaataag 
caaagcaaac 



900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 



<210> 7 
<211> 1758 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (1758) 

<400> 7 

atg gca tct ccg ggc tct ggc ttt tgg tct ttc ggg teg gaa gat ggc 48 
Met Ala Ser Pro Gly Ser Gly Phe Trp Ser Phe Gly Ser Glu Asp Gly 
15 10 15 

tct ggg gat tec gag aat ccc ggc aea gcg ega gee tgg tgc eaa gtg 96 
Ser Gly Asp Ser Glu Asn Pro Gly Thr Ala Arg Ala Trp Cys Gin Val 
20 25 30 

get cag aag ttc acg ggc ggc ate gga aac aaa ctg tgc gee ctg etc 144 
Ala Gin Lys Phe Thr Gly Gly lie Gly Asn Lys Leu Cys Ala Leu Leu 
35 40 45 

tac gga gac gee gag aag ccg gcg gag age ggc ggg age caa ccc ccg 192 
Tyr Gly Asp Ala Glu Lys Pro Ala Glu Ser Gly Gly Ser Gin Pro Pro 
50 55 60 

egg gee gee gee egg aag gee gee tgc gee tgc gac cag aag ccc tgc 240 
Arg Ala Ala Ala Arg Lys Ala Ala Cys Ala Cys Asp Gin Lys Pro Cys 
65 70 75 80 

age tgc tec aaa gtg gat gtc aac tac gcg ttt etc cat gca aca gac 288 
Ser Cys Ser Lys Val Asp Val Asn Tyr Ala Phe Leu His Ala Thr Asp 
85 90 95 

ctg ctg ccg gcg tgt gat gga gaa agg ccc act ttg gcg ttt ctg caa 336 
Leu Leu Pro Ala Cys Asp Gly Glu Arg Pro Thr Leu Ala Phe Leu Gin 
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100 105 110 

gat gtt atg aac att tta ctt cag tat gtg gtg aaa agt ttc gat aga 384 
Asp Val Met Asn lie Leu Leu Gin Tyr Val Val Lys Ser Phe Asp Arg 
115 120 125 

tea acc aaa gtg att gat ttc cat tat cct aat gag ctt etc caa gaa 432 
Ser Thr Lys Val lie Asp Phe His Tyr Pro Asn Glu Leu Leu Gin Glu 
130 135 140 

tat aat tgg gaa ttg gca gac caa cca caa aat ttg gag gaa att ttg 480 
Tyr Asn Trp Glu Leu Ala Asp Gin Pro Gin Asn Leu Glu Glu lie Leu 
145 150 155 160 

atg cat tgc caa aca act eta aaa tat gca att aaa aca ggg cat cct 528 
Met His Cys Gin Thr Thr Leu Lys Tyr Ala lie Lys Thr Gly His Pro 
165 170 175 

aga tac ttc aat caa ctt tct act ggt ttg gat atg gtt gga tta gca 576 
Arg Tyr Phe Asn Gin Leu Ser Thr Gly Leu Asp Met Val Gly Leu Ala 
180 185 190 

gca gac tgg ctg aca tea aca gca aat act aac atg ttc acc tat gaa 624 
Ala Asp Trp Leu Thr Ser Thr Ala Asn Thr Asn Met Phe Thr Tyr Glu 
195 200 205 

att get cca gta ttt gtg ctt ttg gaa tat gtc aca eta aag aaa atg 672 
lie Ala Pro Val Phe Val Leu Leu Glu Tyr Val Thr Leu Lys Lys Met 
210 215 220 

aga gaa ate att ggc tgg cca ggg ggc tct ggc gat ggg ata ttt tct 720 
Arg Glu He He Gly Trp Pro Gly Gly Ser Gly Asp Gly He Phe Ser 

225 230 235 240 

cec ggt ggc gee ata tct aac atg tat gee atg atg ate gca cgc ttt 768 
Pro Gly Gly Ala He Ser Asn Met Tyr Ala Met Met He Ala Arg Phe 
245 250 255 

aag atg ttc cca gaa gtc aag gag aaa gga atg get get ctt ccc agg 816 
Lys Met Phe Pro Glu Val Lys Glu Lys Gly Met Ala Ala Leu Pro Arg 
260 265 270 

etc att gee ttc aeg tct gaa cat agt cat ttt tct etc aag aag gga 864 
Leu He Ala Phe Thr Ser Glu His Ser His Phe Ser Leu Lys Lys Gly 

275 280 285 

get gca gee tta ggg att gga aca gac age gtg att ctg att aaa tgt 912 
Ala Ala Ala Leu Gly He Gly Thr Asp Ser Val He Leu He Lys Cys 
290 295 300 

gat gag aga ggg aaa atg att cca tct gat cct gaa aga agg att ctt 960 
Asp Glu Arg Gly Lys Met He Pro Ser Asp Pro Glu Arg Arg He Leu 
305 310 315 320 

gaa gee aaa cag aaa ggg ttt gtt cct ttc etc gtg agt gee aca get 1008 
Glu Ala Lys Gin Lys Gly Phe Val Pro Phe Leu Val Ser Ala Thr Ala 
325 330 335 

gga acc acc gtg tac gga gca ttt gac ccc etc tta get gtc get gac 1056 
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Gly Thr Thr Val Tyr Gly Ala Phe Asp Pro Leu Leu Ala Val Ala Asp 
340 345 350 

att tgc aaa aag tat aag ate tgg atg cat gtg gat gca get tgg ggt 1104 
lie Cys Lys Lys Tyr Lys lie Trp Met His Val Asp Ala Ala Trp Gly 

355 360 365 

ggg gga tta etg atg tee ega aaa eae aag tgg aaa ctg agt gge gtg 1152 
Gly Gly Leu Leu Met Ser Arg Lys His Lys Trp Lys Leu Ser Gly Val 
370 375 380 

gag agg gcc aac tot gtg acg tgg aat cca cac aag atg atg gga gtc 1200 
Glu Arg Ala Asn Ser Val Thr Trp Asn Pro His Lys Met Met Gly Val 
385 390 395 400 

cet ttg eag tgc tct get etc etg gtt aga gaa gag gga ttg atg cag 1248 
Pro Leu Gin Cys Ser Ala Leu Leu Val Arg Glu Glu Gly Leu Met Gin 
405 410 415 

aat tgc aae eaa atg cat gee tee tae etc ttt eag caa gat aaa cat 1296 
Asn Cys Asn Gin Met His Ala Ser Tyr Leu Phe Gin Gin Asp Lys His 
420 425 430 

tat gac ctg tec tat gae act gga gae aag gee tta eag tgc gga ege 1344 
Tyr Asp Leu Ser Tyr Asp Thr Gly Asp Lys Ala Leu Gin Cys Gly Arg 
435 440 445 

cac gtt gat gtt ttt aaa eta tgg ctg atg tgg agg gca aag ggg act 1392 
His Val Asp Val Phe Lys Leu Trp Leu Met Trp Arg Ala Lys Gly Thr 
450 455 460 

ace ggg ttt gaa geg cat gtt gat aaa tgt ttg gag ttg gca gag tat 1440 
Thr Gly Phe Glu Ala His Val Asp Lys Cys Leu Glu Leu Ala Glu Tyr 
465 470 475 480 

tta tae aac ate ata aaa aae ega gaa gga tat gag atg gtg ttt gat 1488 
Leu Tyr Asn lie lie Lys Asn Arg Glu Gly Tyr Glu Met Val Phe Asp 

485 490 495 

ggg aag cet cag eae aca aat gtc tgc tte tgg tae att cet cca age 1536 
Gly Lys Pro Gin His Thr Asn Val Cys Phe Trp Tyr lie Pro Pro Ser 
500 505 510 

ttg cgt act ctg gaa gac aat gaa gag aga atg agt cgc etc teg aag 1584 
Leu Arg Thr Leu Glu Asp Asn Glu Glu Arg Met Ser Arg Leu Ser Lys 
515 520 525 

gtg get cca gtg att aaa gcc aga atg atg gag tat gga ace aca atg 1632 
Val Ala Pro Val He Lys Ala Arg Met Met Glu Tyr Gly Thr Thr Met 
530 535 540 

gtc age tae eaa cec ttg gga gae aag gtc aat tte tte ege atg gtc 1680 
Val Ser Tyr Gin Pro Leu Gly Asp Lys Val Asn Phe Phe Arg Met Val 
545 550 555 560 

ate tea aac cca gcg gca act cac caa gac att gac tte ctg att gaa 1728 
He Ser Asn Pro Ala Ala Thr His Gin Asp He Asp Phe Leu He Glu 
565 570 575 
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1 



gaa ata gaa cgc ctt 
Glu lie Glu Arg Leu 
580 



gga caa gat tta 
Gly Gin Asp Leu 
585 



taa 



1758 



<210> 8 
<211> 585 
<212> PRT 

<213> Homo sapiens 



<400> 8 




























Met Ala 


Ser 


Pro 


Gly 


Ser Gly 


Phe 


Trp 


Ser 


Phe 


Gly 


Ser 


Glu Asp Gly 


1 






5 










10 










15 


Ser Gly 


Asp 


Ser 


Glu 


Asn 


Pro 


Gly Thr 


Ala Arg Ala 


Trp 


Cys 


Gin Val 






20 










25 










30 




Ala Gin 


Lys 


Phe 


Thr 


Gly 


Gly 


He 


Gly 


Asn 


Lys 


Leu 


Cys 


Ala 


Leu Leu 




35 










40 










45 






Tyr Gly 


Asp 


Ala 


Glu 


Lys 


Pro 


Ala 


Glu 


Ser 


Gly Gly 


Ser 


Gin 


Pro Pro 


50 










55 










60 








Arg Ala 


Ala 


Ala 


Arg 


Lys Ala 


Ala 


Cys 


Ala 


Cys 


Asp 


Gin 


Lys 


Pro Cys 


65 








70 










75 








80 


Ser Cys 


Ser 


Lys 


Val 


Asp Val Asn 


Tyr 


Ala 


Phe 


Leu 


His 


Ala 


Thr Asp 








85 










90 










95 


Leu Leu 


Pro 


Ala 


Cys 


Asp Gly Glu Arg 


Pro 


Thr 


Leu 


Ala 


Phe 


Leu Gin 






100 










105 










110 




Asp Val 


Met 


Asn 


He 


Leu 


Leu 


Gin 


Tyr 


Val 


Val 


Lys 


Ser 


Phe 


Asp Arg 




115 










120 










125 






Ser Thr 


Lys 


Val 


He 


Asp 


Phe 


His 


Tyr 


Pro 


Asn 


Glu 


Leu 


Leu 


Gin Glu 


130 










135 










140 








Tyr Asn 


Trp 


Glu 


Leu 


Ala Asp 


Gin 


Pro 


Gin 


Asn 


Leu 


Glu 


Glu 


He Leu 


145 








150 










155 








160 


Met His 


Cys 


Gin 


Thr 


Thr 


Leu 


Lys 


Tyr 


Ala 


He 


Lys 


Thr Gly 


His Pro 








165 










170 










175 


Arg Tyr 


Phe 


Asn 


Gin 


Leu 


Ser 


Thr 


Gly 


Leu Asp Met 


Val 


Gly 


J_lC U xi J_ Ci 






180 










185 










190 




Ala Asp 


Trp 


Leu 


Thr 


Ser 


Thr 


Ala 


Asn 


Thr 


Asn 


Met 


Phe 


Thr 


Tyr Glu 




195 










200 










205 




He Ala 


Pro 


Val 


Phe 


Val 


Leu 


Leu 


Glu 


Tyr 


Val 


Thr 


Leu 


Lys 


Lys Met 


210 










215 










220 




Arg Glu 


He 


He 


Gly 


Trp 


Pro 


Gly Gly 


Ser 


Gly Asp Gly 


He 


Phe Ser 


225 








230 










235 








240 


Pro Gly 


Gly 


Ala 


He 


Ser 


Asn 


Met 


Tyr 


Ala 


Met 


Met 


He 


Ala 


Arg Phe 








245 










250 










255 


Lys Met 


Phe 


Pro 


Glu 


Val 


Lys 


Glu 


Lys 


Gly Met Ala Ala 


Leu 


Pro Arg 






260 










265 










270 




Leu He 


Ala 


Phe 


Thr 


Ser 


Glu 


His 


Ser 


His 


Phe 


Ser 


Leu 


Lys 


Lys Gly 




275 










280 










285 






Ala Ala 


Ala 


Leu 


Gly 


He 


Gly Thr Asp 


Ser 


Val 


He 


Leu 


He 


Lys Cys 


290 










295 










300 








Asp Glu 


Arg 


Gly 


Lys 


Met 


He 


Pro 


Ser 


Asp 


Pro 


Glu 


Arg Arg 


He Leu 


305 








310 










315 








320 


Glu Ala 


Lys 


Gin 


Lys 


Gly 


Phe 


Val 


Pro 


Phe 


Leu 


Val 


Ser 


Ala 


Thr Ala 








325 








330 










335 


Gly Thr 


Thr 


Val 


Tyr 


Gly Ala 


Phe 


Asp 


Pro 


Leu Leu Ala Val Ala Asp 






340 










345 










350 




He Cys 


Lys 


Lys 


Tyr 


Lys 


He 


Trp 


Met 


His 


Val Asp Ala Ala 


Trp Gly 




355 










360 










365 






Gly Gly 


Leu 


Leu 


Met 


Ser 


Arg 


Lys 


His 


Lys 


Trp 


Lys 


Leu 


Ser 


Gly Val 


370 










375 










380 
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Glu 


Arg 


Ala 


Asn 


Ser 


Val 


Thr 


Trp 


Asn 


Pro 


His 


Lys Met 


Met 


Gly 


Val 


385 










390 










395 




400 


Pro 


Leu 


Gin 


Cys 


Ser 


Ala 


Leu 


Leu 


Val 


Arg 


Glu 


Glu Gly Leu 


Met 


Gin 










405 










410 








415 




Asn 


Cys 


Asn 


Gin 


Met 


His 


Ala 


Ser 


Tyr 


Leu 


Phe 


Gin Gin 


Asp 


Lys 


His 








420 










425 








430 




Tyr 


Asp 


Leu 


Ser 


Tyr 


Asp 


Thr 


Gly 


Asp 


Lys Ala 


Leu Gin 


Cvs 


Gly 


Arg 






435 










440 








445 




His 


Val 


Asp 


Val 


Phe 


Lys 


Leu 


Trp 


Leu 


Met 


Trp Arg Ala 


Lys 


Gly 


Thr 




450 










455 










460 




Thr 


Gly 


Phe 


Glu 


Ala 


His 


Val 


Asp 


Lys 


Cys 


Leu 


Glu Leu 


Ala 


Glu 


Tyr 


465 










470 










475 








480 


Leu 


Tyr 


Asn 


He 


He 


Lys 


Asn 


Arg 


Glu 


Gly Tyr 


Glu Met 


Val 


Phe 


Asp 










485 










490 








495 


Gly 


Lys 


Pro 


Gin 


His 


Thr 


Asn 


Val 


Cys 


Phe 


Trp 


Tyr He 


Pro 


Pro 


Ser 








500 










505 






510 






Leu 


Arg 


Thr 


Leu 


Glu 


Asp 


Asn 


Glu 


Glu 


Arg 


Met 


Ser Arg 


Leu 


Ser 


Lys 






515 










520 








525 






Val 


Ala 


Pro 


Val 


He 


Lys 


Ala 


Arg 


Met 


Met 


Glu 


Tyr Gly Thr 


Thr 


Met 




530 










535 










540 








Val 


Ser 


Tyr 


Gin 


Pro 


Leu 


Gly 


Asp 


Lys 


Val 


Asn 


Phe Phe 


Arg 


Met 


Val 


545 










550 










555 






560 


He 


Ser 


Asn 


Pro 


Ala 
565 


Ala 


Thr 


His 


Gin 


Asp 
570 


He 


Asp Phe 


Leu 


He 
575 


Glu 


Glu 


He 


Glu 


Arg 
580 


Leu 


Gly 


Gin 


Asp 


Leu 
585 
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